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ABSTRAK

(Nurul Yustina, 26010120130021. Identifikasi Morfologi dan Molekuler
DNA Barcoding pada Bivalvia di Kawasan Mangrove Desa Tapak Tugu Kota
Semarang, Jawa Tengah. Max Rudolf Muskananfola dan Diah Ayuningrum).

Ekosistem mangrove berada pada wilayah intertidal yang memiliki interaksi
antara perairan laut, payau, sungai dan terestrial. Ekologis ekosistem mangrove
berfungsi sebagai mencegah erosi, feeding ground, nursery ground, dan spawning
ground. Biota yang beragam termasuk spesies bivalvia banyak ditemukan di
ekosistem mangrove sehingga perlu adanya identifikasi spesies untuk
menggambarkan karakteristik spesies. Tujuan penelitian ini adalah mengetahui
spesies bivalvia di lokasi penelitian dan mengetahui hubungan filogenetik. Metode
yang digunakan dalam penelitian adalah deskriptif kuantitatif. Penelitian ini
dilakukan pada bulan September — Desember 2023. Tahapan Identifikasi dikakukan
secara morfologi dan molekuler dengan teknik DNA Barcoding :ekstraksi DNA
(Chelex 10% dan Kit Extraction Zymo Research), amplifikasi, visualisasi, dan
sequencing DNA. Hasil identifikasi spesies bivalvia di menggunakan analisis
morfologi secara berurutan dari BM3, BM4, BM5 dan BM6 adalah Anamolocardia
sp., Geloina sp., BM5 Glycymeris sp., Tivela sp sedangkan sampel yang dapat
dilanjut uji molekuler yaitu BM1 dan BM2 dari hasil morfologi dan molekuler
genetik dengan DNA barcoding menunjukkan hasil Percent Ident secara berurut
BM1 dan BM2 adalah 99,00% untuk D. incarnatus dan untuk P. viridis 99,85%.
Konstruksi pohon filogenetik dengan maximum likelihood pada MEGA XI,
diperoleh hasil bootstrap 94% kode BM1 berkerabat dengan Donax incarnatus
sedangkan nilai bootstrap 100% kode BM2 berkerabat dengan spesies Perna
viridis.

Kata kunci: Donax incarnatus, Identifikasi Molekuler, Mangrove, Perna viridis,
Pohon Filogenetik
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ABSTRACT

(Nurul Yustina, 26010120130021. Identification of Morphology and
Molecular DNA Barcoding in Bivalves in the Mangrove Area of Tapak Tugu
Village, Semarang City, Central Java. Max Rudolf Muskananfola and Diah
Ayuningrum).

The mangrove ecosystem is located in the intertidal area which has
interactions between marine, brackish, river and terrestrial waters. The ecological
function of the mangrove ecosystem is to prevent erosion, feeding ground, nursery
ground and spawning ground. Diverse biota, including bivalve species, are often
found in mangrove ecosystems, so species identification is necessary to describe
species characteristics. The aim of this research is to determine the bivalve species
at the research location and determine the phylogenetic relationship. The method
used in the research is quantitative descriptive. This research was carried out in
September - December 2023. The identification stages were confirmed
morphologically and molecularly using the DNA Barcoding technique: DNA
extraction (Chelex 10% and Zymo Research Extraction Kit), amplification,
visualization and DNA sequencing. The results of identification of bivalve species
using sequential morphological analysis from BM3, BM4, BM5 and BM6 are
Anamolocardia sp., Geloina sp., BM5 Glycymeris sp., Tivela sp. While the samples
that can be continued with molecular testing are BM1 and BM2 from
morphological and molecular results genetics using DNA barcoding showed that
the Percent Ident results for BM1 and BM2 were 99.00% for D. incarnatus and
99.85% for P. viridis. By constructing a phylogenetic tree with maximum likelihood
in MEGA, the bootstrap results showed that 94% of the BM1 code was related to
Donax incarnatus, while the bootstrap value was 100% of the BM2 code was
related to the Perna viridis species.

Keywords: Donax incarnatus, Molecular Identification, Mangroves, Perna viridis
and Phylogenetic Trees
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