
63 
 

DAFTAR PUSTAKA 

 

[1] V. Novalia, “Kanker Serviks,” GALENICAL : Jurnal Kedokteran dan 

Kesehatan Mahasiswa Malikussaleh, vol. 2, no. 1, pp. 45–56, Feb. 2023, doi: 

10.29103/JKKMM.V2I1.10134. 

[2] “Kanker serviks.” Accessed: Sep. 27, 2025. [Online]. Available: 

https://www.who.int/news-room/fact-sheets/detail/cervical-cancer 

[3] S. Gizzo, M. Noventa, and G. B. Nardelli, “Gardasil administration to hr-

HPV-positive women and their partners,” Trends Pharmacol. Sci., vol. 34, 

no. 9, pp. 479–480, Sep. 2013, doi: 10.1016/J.TIPS.2013.07.001. 

[4] L. J. Viens et al., “Committee on Cancer (AJCC),” 2010, Accessed: Sep. 29, 

2025. [Online]. Available: 

http://www.cdc.gov/mmwr/cme/conted_info.html#weekly.http://www.cdc.

gov/uscs.†http://codes.iarc.fr/. 

[5] “Weekly epidemiological record Relevé épidémiologique hebdomadaire 

Sommaire”, Accessed: Sep. 29, 2025. [Online]. Available: 

https://www.hpvcenter.se/human_reference_clones/, 

[6] S. L. Lee and A. M. Tameru, “A Mathematical Model of Human 

Papillomavirus (HPV) in the United States and its Impact on Cervical 

Cancer,” J. Cancer, vol. 3, pp. 262–268, 2012, doi: 10.7150/jca.4161. 

[7] F. Saldaña, A. Korobeinikov, and I. Barradas, “Optimal Control against the 

Human Papillomavirus: Protection versus Eradication of the Infection,” 

Abstract and Applied Analysis, vol. 2019, 2019, doi: 10.1155/2019/4567825. 

[8] H. W. Berhe and M. Al-arydah, “Computational modeling of human 

papillomavirus with impulsive vaccination,” Nonlinear Dyn., vol. 103, no. 

1, pp. 925–946, Jan. 2021, doi: 10.1007/S11071-020-06123-2. 

[9] O. Sharomi and T. Malik, “A model to assess the effect of vaccine 

compliance on Human Papillomavirus infection and cervical cancer,” Appl. 

Math. Model., vol. 47, pp. 528–550, Jul. 2017, doi: 

10.1016/J.APM.2017.03.025. 

[10] K. Allali, “Stability analysis and optimal control of HPV infection model 

with early-stage cervical cancer,” Biosystems, vol. 199, p. 104321, Jan. 2021, 

doi: 10.1016/J.BIOSYSTEMS.2020.104321. 

[11] H. D. Desta, G. T. Tilahun, T. M. Tolasa, and M. G. Geleso, “Mathematical 

Model of Human Papillomavirus (HPV) Dynamics With Double-Dose 



64 
 

Vaccination and Its Impact on Cervical Cancer,” Discrete Dyn. Nat. Soc., 

vol. 2024, no. 1, 2024, doi: 10.1155/ddns/9971859. 

[12] Dewi Setiawati, “Human Papilloma Virus dan Kanker Serviks,” 2014. 

[13] T. Gheit, “Mucosal and Cutaneous Human Papillomavirus Infections and 

Cancer Biology,” Front. Oncol., vol. 9, no. MAY, 2019, doi: 

10.3389/FONC.2019.00355. 

[14] E. A. Alrefai, R. T. Alhejaili, and S. A. Haddad, “Human Papillomavirus and 

Its Association With Cervical Cancer: A Review,” Cureus, Apr. 2024, doi: 

10.7759/cureus.57432. 

[15] Widowati and Sutimin, Pemodelan Matematika: Analisis dan Aplikasinya. 

UNDIP Press, 2013. 

[16] Robertus Heri, Kalkulus I. Semarang: UNDIP Press, 2005. 

[17] Howard. Anton and Chris. Rorres, Elementary linear algebra : applications 

version. John Wiley & Sons Inc., 2014. 

[18] Kartono, Persamaan Diferensial Biasa: Model Matematika Fenomena 

Perubahan. Yogyakarta: Graha Ilmu, 2012. 

[19] F. Sinuhaji, “MODEL EPIDEMI SIRS DENGAN TIME DELAY PADA 

INFECTED (Terinfeksi Penyakit),” vol. 4, no. 1, 2020. 

[20] Mohammad Syafi’i, La Ode Sabran, and Ilham Dangu Rianjaya, “Analisis 

Dinamik Model Matematika Penyebaran Penyakit HIV/AIDS Dengan 

Edukasi dan ART Treatment,” Journal of Mathematics Education and 

Science, vol. 9, no. 1, Oct. 2023. 

[21] Stephen Wiggins, Introduction to Applied Nonlinear Dynamical Systems and 

Chaos, vol. 2. New York: Springer-Verlag, 2003. doi: 10.1007/b97481. 

[22] P. Van Den Driessche and J. Watmough, “Reproduction numbers and sub-

threshold endemic equilibria for compartmental models of disease 

transmission.” [Online]. Available: www.elsevier.com/locate/mbs 

[23] J. M. Heffernan, R. J. Smith, and L. M. Wahl, “Perspectives on the basic 

reproductive ratio,” 2005, Royal Society. doi: 10.1098/rsif.2005.0042. 

[24] M. Martcheva, An Introduction to Mathematical Epidemiology, vol. 61. 

Boston, MA: Springer US, 2015. doi: 10.1007/978-1-4899-7612-3. 

[25] Y. Ari Adi, “MASALAH KONTROL OPTIMAL PADA PENYEBARAN 

COVID-19 DI JAWA TENGAH DENGAN VAKSINASI,” Jurnal 

Matematika UNAND, vol. 10, no. 4, pp. 538–552, 2021. 



65 
 

[26] S. Lenhart and J. T. Workman, Optimal Control Applied to Biological 

Models. Chapman and Hall/CRC, 2007. doi: 10.1201/9781420011418. 

[27] E. A. Alrefai, R. T. Alhejaili, and S. A. Haddad, “Human Papillomavirus and 

Its Association With Cervical Cancer: A Review,” Cureus, vol. 16, no. 4, p. 

e57432, Apr. 2024, doi: 10.7759/CUREUS.57432. 

[28] P. E. Gravitt and R. L. Winer, “Natural history of HPV infection across the 

lifespan: Role of viral latency,” Oct. 01, 2017, MDPI AG. doi: 

10.3390/v9100267. 

[29] Dewi Setiawati, “Human PapillomaVirus dan Kanker Serviks,” 2014. 

[30] “Epidemiology of Cervical Cancer with Human Papilloma Virus in Ethiopia: 

A Mathematical Model Analysis,” Scope (Kalamazoo)., vol. 15, no. 01, pp. 

46–67, Mar. 2025. 

[31] R. Viriyapong and N. Junphom, “Mathematical Modeling and Optimal 

Control of HPV Infection of Epithelial Cells and Cervical Cancer,” Science 

& Technology Asia, vol. 28, no. 4, doi: 10.14456/scitechasia.2023.72. 

[32] F. Saldaña, J. A. Camacho-Gutiérrez, G. Villavicencio-Pulido, and J. X. 

Velasco-Hernández, “Modeling the transmission dynamics and vaccination 

strategies for human papillomavirus infection: An optimal control 

approach,” Appl. Math. Model., vol. 112, pp. 767–785, Dec. 2022, doi: 

10.1016/j.apm.2022.08.017. 

  

  


