
 

45 

DAFTAR PUSTAKA

Abarenkov, K., Nilsson, R.H., Larsson K., H., Taylor, A.F.S., Way, T.W., Froslev, 

T.G., Wska, J.P.W., Lindahl, B., Poldmaa, K., Truong, C., Vu, D., Hosoya, 

T., Niskanen, T., Piirmann, T., Ivanov, F., Zirk, A., Peterson, M., Cheeke, 

T.E., Isihigami, Y., Jansson, A.T., Jeppseen, T.S.A.D., Kristiansson, E., 

Mikryukov, E., Mikryukov, V., Miller, J.T., Oono, R., Ossandon, F.J., 

Pauperio, J., Saar, I., Schigel, D., Suija, A., Tedersoo, K., and Koljalg, U. 

2024. The UNITE Database for Molecular Identification and Taxonomic 

Communication of Fungi and Other Eukaryotes: Sequences, Taxa and 

Classifications Reconsidered. Nucleic Acid Research. 52: 791-797. 

Abdelfattah, A., Malacrino, A., Wisniewski, M., Cacciola, S.O., and Schena, L. 

2018. Metabarcoding: A Powerful Tool to Investigate Microbial 

Communities and Shape Future Plant Protection Strategies. Biology 

Control. 120: 1-10. 

Adiyoga, W. 2009. Cost and Benefits of Late Blight Resistant Potato In Indonesia. 

In: G.W., Morton and D.M., Hautea. (Editors). Laguna. 

Ahmad, S. and Raza, K. 2019. Recent Advancement in Next-Generation 

Sequencing Techniques and Its Computational Analysis. International 

Journal of Bioinformatics. 15(3): 191. 

Ametrano, C.G., Grewe, F., Crous, P.W., Goodwin, S.B., Liang, C., Selbmann, L., 

Lumbsch, H.T., Leavitt, S.D., and Maggia, L. 2019. Genome-Scale Data 

Resolve Ancestral Rock Inhabiting Lifestyle in Dothideomycetes 

(Ascomycota). IMA Fungus. 10(19): 1-12. 

Anam. K., Cahyadi, W., Azmi, I., Senjarini, K., and Oktarianti, R. 2021. Analisis 

Hasil Elektroforesis DNA dengan Image Processing Menggunakan Metode 

Gaussian Filter. Indonesian Journal of Electronics and Instrumentation 

Systems (IJEIS). 11(1): 37-48 

Andalia, N., Andriani, Wardani, A.H., Sahli, I.T., Yunus, R., Solfaine, R., 

Nikmatullah, N.A., Meri, Rusdin, A., and Safitri, N.M. 2023. Biologi 

Molekuler. PT Global Eksekutif Teknologi, Padang. 

Ani, J., Lumanauw, B., dan Tampenawas, J.L.A. 2021. Pengaruh Citra Merek, 

Promosi, dan Kualitas Layanan Terhadap Keputusan Pembelian Konsumen 

pada E-Commerce Tokopedia di Kota Manado. Jurnal Riset Ekonomi, 

Manajemen, Bisnis, dan Akuntansi. 9(2): 663-674. 

Ariyawansa, H.A., Tsail, I., Thambugala, K.M., Chuang, W.Y., Lin, S.R., Hozzein, 

W.N., and Cheewangkoon , R. 2020. Species Diversity of Pleosporalean 

Taxa Associated with Camellia sinensis (L.) Kuntze in Taiwan. Scientific 

Reports. 10(12762): 1-10.   

Asif, Md.K.R., Rahman, Md.A., and Hena, M, H. 2020. CNN Based Disease 

Detection Approach on Potato Leaves. Proceedings of the Third 

International Conference on Intelligent Sustainable Systems. California: 23 

June, 2021. 428-432. 
Ashari, A.A., Parawansa, A.K., dan Tasrif, A. 2024. Deteksi dan Identifikasi 

Patogen Cendawan pada Umbi Kentang di Sulawesi Selatan. Jurnal 

Agrotekmas. 5(2): 230-238. 



46 

 

Asharo, R.K., Indrayanti, R., Amala, A., Raihan, E.D., Tampanguma, R.R., Putra, 

H.A.E., Pasabiru, P.O., and Wardana, N.A. 2024. Isolation and 

Characterization of Pathogenic Mold Causing Potato Tuber Rot Disease. 

Jurnal Penelitian Pendidikan IPA. 10(4): 1506-1512. 

Aumentado, H.D. and Balendres, M.A. 2024. Novel Species and New Records of 

Diaporthe Causing Eggplant Leaf and Fruit Blight in the Philippines. 

Mycological Process. 23(23). 

Badan Pusat Statistik. 2024. Produksi Tanaman Sayur, 2021-2023. 

https://www.bps.go.id/id/statistics-table/2/NjEjMg==/produksi-tanaman-

sayuran.html. 13 April 2025. 

Baldauf, S.L., Roger, A.J., Wenk-Siefert, I., and Doolittle, W.F. 2000. A Kingdom-

Level Phylogeny of Eukaryotes Based on Combined Protein Data. Science. 

290(5493): 972-977. 

Belov, G.L., Belosokhov, A.F., Kutusova, I.A., Statsyuk, N.V., Chudinova, E.M., 

Alexandrova, A.V., Kokaeva, L.Y., and Elansky, S.N. 2018. Colletotrichum 

coccodes in Potato and Tomato Leaves in Russia. Journal of Plant Disease 

and Protection. 125(4): 311-317. 

Borza, T., Lumactud, R.A., Shim, S.Y., Al-Mughrabi, K. and Prithiviraj, B. 2025. 

Microbial Community Composition Associated with Potato Plants 

Displaying Early Dying Syndrome. Microorganism. 13(1482): 1-21. 

Brien, O., Parrent, H.E., Jackson, J.L., Moncalvo, J.A., and Villgalys, R. 2010. 

Fungal Community Analysis by Large-Scale Sequencing of Environmental 

Samples. Applied Environmental Microbiology. 71: 5544-5550. 

Brouwer, S.M., Wolters, P.J., Andreasson, E., Lijeroth, E., Vleeshouwers, 

V.G.A.A., and Grenville-Briggs, L.J. 2023. Double Trouble: Co-Infection 

of Potato with the Causal Agents of Late and Early Blight. Plant Pathology. 

72: 1365–1379 

Bruijns, B., Hoekema, T., Oomens, L., Tiggelaar, R., and Gardeniers, H. 2022. 

Performance of Spectrophotometric and Fluorometric DNA Quantification 

Methods. Analytica. 3(3): 371-384. 

Burgess, T.I., White, D., and Sapsford, S.J. 2022. Comparison of Primers for the 

Detection of Phytophthora (and Other Oomycetes) from Environmental 

Samples. Journals of Fungi. 8(980): 1-23. 

Cahyani, N.K.D., Malik, D.M.Al., Soeprobowati, T.R., Anggoro, A.W., dan 

Syakal, E.R. 2024. Metode Pengambilan Sampel eDNA dan Analisisnya. 

UNDIP Press: Semarang. 

Cameron, E.S., Schmidt, P.J., Tremblay, B.J.M., Emelko, M.B., and Muller, K.M. 

2021. Enhancing Diversity Analysis by Repeatedly Rarefying Next 

Generation Sequencing Data Describing Microbial Communities. Scientific 

Reports. 11(22302): 1-13. 

Callaghan, M.O., Gerard, E.M., Waipara, N.W., Young, S.D., Glare, T.R., Barrel, 

P.J. and Conner, A.J. 2005. Microbial Communities of Solanum tuberosum 

and Margainin-Producing Transgenic Lines. Plant Soil. 266: 47-56. 
Chauhan, T. 2023. Advantages and Limitations of Spin Column DNA Extraction 

Technique. https://geneticeducation.co.in/advantages-and-limitations-of-

spin-column-dna-extraction-technique/. 13 April 2025. 

https://www.bps.go.id/id/statistics-table/2/NjEjMg==/produksi-tanaman-sayuran.html
https://www.bps.go.id/id/statistics-table/2/NjEjMg==/produksi-tanaman-sayuran.html
http://d.m.al/
https://geneticeducation.co.in/advantages-and-limitations-of-spin-column-dna-extraction-technique/
https://geneticeducation.co.in/advantages-and-limitations-of-spin-column-dna-extraction-technique/


47 

 

Chen, S., Yao, H., Han, J., Liu, C., Song, J., Shi, L., Zhu, Y., Ma, X., Gao, T., Pang, 

X., Luo, K., Li, Y., Li., X., Jian X., Lin, Y., and Leon, C. 2010. Validation 

of the ITS2 Region as a Novel Barcode for Identifying Medical Plant 

Science. Plos one. 5(1): e8613. 

Cristescu, M.E. 2014. From Barcoding Single Individuals to Metabarcoding 

Biological Communities: Towards An Integrative Approach to the Study of 

Global Biodiversity. Trends In Ecology Evolution. 29: 566-571. 

Dangi, S., Wharton, P., Ambarwati, A.D., Santoso, T.J., Kusmana, K., Sulastrini, 

I., Medendorp, J., Hokanson, J., and Douches, D. 2020. Genotypic and 

Phenotypic Characterization of Phytophthora infestan on Java, Indonesia. 

Plant Pathology. 70: 61-73. 

Dissanakye, A.J. and Liu, J.K. 2025. Ascomycota: Diversity, Taxonomy and 

Phylogeny, 2nd Edition: Editorial. Journal of Fungi. 11(419): 1-11. 

De Silva, Crous, P.D., Ades, P.K., Hyde, K.D., and Taylor, P.W.J. 2017. Life Styles 

of Colletotrichum Species and Implications For Plant Biosecurity. Fungal 

Biology Review. 31: 155-168. 

Ermini, L. and Driguez, P. 2024. The Application of Long-Read Sequence to 

Cancer. Cancers. 16(1275): 1-20. 

Fathy, W.A., Techen, N., Elsayed, K.N.M., Essaway, E.A., Tawfik, E., Alwutayd, 

K.M., Abdelhameed, M.S., Hammouda, O., and Ross, S.A. 2023. Applying 

A Internal Transcribed Spacer as A Single Molecular Marker to 

Differentiate Between Tetraselmis and Chlorella Species. Frontiers in 

Microbiology. 14(1228869): 1-16. 

Foster, Z.S.L., Weiland, J.E., Scagel, C.F., and Grunwald, N.J. 2020. The 

Composition of the Fungal and Oomycete Microbiome of Rhododendron 

Roots Under Varying Growth Conditions, Nurseries, and Cultivars. 

Phytobiomes Journal. 4: 156-164. 

Francioli, D., Lentendu, G., Lewin, S., and Kolb, S. 2021. DNA Metabarcoding for 

the Characterization of Terrestrial Microbiota-Pitfalls and Solution. 

Microorganisms. 9: 1-28. 

García-Alegría, A.M., Anduro-Corona, I., Perez-Martinez, C.J., Corella-Madueno, 

M.A.G., Rascon-Durian, M.L., and Astiazaran-Garcia, H. 2020. 

Quantification of DNA through the NanoDrop Spectrophotometer: 

Methodological Validation Using Standard Reference Material and Sprague 

Dawley Rat and Human DNA. International Journal of Analytical 

Chemistry. 2020(889673): 1-9. 

Getinet, A. 2021. Powdery Mildew of Tomato and Its Management: A Review. 

International Journal of Plant Pathology and Microbiology. 1(2): 1-4. 

Gherbawy, Y.A., Hussein, M.A., El-Dawy, E.G.A., Hassany, N.A., and Almari, 

S.A. 2019. Identification of Fusarium spp. Associated with Potato Tubers 

in Upper Egypt by Morphological and Molecular Characters. Asian Journal 

of Biochemistry, Genetics, and Molecular. 2(3): 1-14. 

Goyat, N., Malik, A., Singh, S., and Duhan, J.S. 2023. DNA Metabarcoding: 
Simplifying Biodiversity. Advances in Zoology and Botany. 11(6): 466-474. 

Hall, R. 2021. Black Dot Disease (Colleotrotichum coccodes). Potato Link 

Australian Potato Industry Extension Project. 2103: 1-3. 



48 

 

Harethi, A.A.Al., Abdullah, Q.Y.M., Jobory, H.J.Al., Aquil, S.A.Al., and Arafa, 

R.A. First Report Molecular Identification of Phytophthora infestans 

causing potato late blight in Yemen. Scientific Reports. 13(16365): 1-9. 

Hutami, R., Bisyri, H., Sukarno, Nuraini, H., and Ranasasmati, R. 2018. Ekstraksi 

DNA dari Daging Segar Untuk Analisis Dengan Metode Loop-Mediated 

Isothermal Amplification (LAMP). Jurnal Agroindustri Halal. 4(2): 209-

216. 

Landa, B.B., Arias-Giraldo, L.F., Henricot, B., Montes-Borrego, M., Shuttleworth, 

L.A., Perez-Sierra, A. 2021. Diversity of Phytophthora Species Detected in 

Disturbed and Undisturbed British Soils using High-Throughput 

Sequencing Targeting ITS rRNA and COI mtDNA Regions. Forests. 

12(229): 1-26. 

Latijnhouwers, M., de Wit, P.J.G.M., and Govers, F. 2003. Oomycetes and Fungi: 

Similar Weaponry to Attack Plants. Trends in Microbiology. 11(10): 462-

469. 

Lestari, A.S., Ekanayaka, A.H., Chethana, K.W.T. 2023. Phytopathogenic 

Discomycetes, Their Economic Impacts and Control Applications. Current 

Research in Environmental & Applied Mycology (Journal of Fungal 

Biology). 13(1): 299-346.  

Lopez-Lopez, A.M., Tovar-Pedraza, J.M., Leon-Felix, J., Allende-Molar, R., Lima, 

N.B., Marquez-Zequera, I., and Garcia-Estrada, R.S. 2024. Morphological 

Characterization, Phylogeny and Pathogenesis of Setophoma terrestris 

Causing Corky and Pink Roots of Tomato (Solanum lycopersicum) in 

Sinaloa, Mexico. Mexican Journal of Pathology. 42(2): 1-17. 

Illumina. 2017. An Introduction to Next-Generation Sequencing Technology. 

https://www.illumina.com/. 14 April, 2025. 

Inderbitzin, P. and Subbarao, K.V. 2014. Verticillium Systematics And Evolution: 

How Confusion Impedes Verticillium Wilt Management And How To 

Resolve It. Phytopathology. 104: 564–574. 

Indradewi, R., Suhaeni, S., and Sacita, A.S. 2024. Identifikasi Keberadaan Patogen 

Phytophthora sp. menjadi Langkah Awal Seleksi Pohon Alpukat sebagai 

Sumber Enteris di Desa Cakaruddu Sulawesi Selatan. Perbal : Jurnal 

Pertanian dan Berkelanjutan. 12(1): 87-94. 

Jepson, P.C., Murray, K., Bach, O., Bonilla, M.A., and Neumeister, L. 2020. 

Selection of Pesticides to Reduce Human and Environmental Health Risk: 

A Global Guideline and Minimum Pesticides List. Lancet Planet Health. 4: 

56-63. 

Johnson, D.A., Geary, B., and Tsor, L.L. 2018. Potato Black Dot - The Elusive 

Pathogen, Disease, Development, and Management. American Journal of 

Potato Research. 95(4): 340-350. 

Jo, J., Lee, G.H., Kim, K.Y., and Park, C. 2019. SoEM: A Novel PCR-Free 

Biodiversity Assessment Method Based on Small-Organelles Enriched 

Metagenomics. Algae. 34(1): 57-70. 
Kainama, T.L.J., Wijayanti, D.P., Sabdono, A., and Dirgantara, D. 2023. DNA 

Barcoding and Morphological Character of Two Trevally Fish Species 

https://www.illumina.com/


49 

 

(Caranax spp.) Collected from Youtefa Bay, Papua, Indonesia. Indonesian 

Journal of Marine Sciences. 28(1): 97-104.  

Kamaliah. 2017. Perbandingan Metode Ekstraksi DNA Phenol-Chloroform dan Kit 

Extraction pada Sapi Aceh dan Sapi Madura. Jurnal Biotik. 5(1): 60-65. 

Karmila, M., Widiastuti, A., Wibowo, A., and Suryatni, S. 2022. Pythium ultimum 

and Phytopythium vexans, the Potential Pathogen Isolated from Potato 

Rhizosphere in Central Java, Indonesia. Jurnal Fitopatologi Indonesia. 

18(5): 187-194. 

Kestel, J.H., Field, D.L., Bateman, P.W., White, N.E., Allentoft, M.E., Hopkins, 

A.J.M., Gibberd, M., and Nevill, P. 2022. Application of Environmental 

DNA (eDNA) in Agricultural Systems: Current, Uses, Limitations, and 

Future Prospects. Science of Total Environmental. 847(157556): 1-21. 

Kozel, T. R. and Wickes, B. 2014. Fungal Diagnostics. Cold Spring Harbor 

Perspective in Medicine. 4(4): a019299. 

Kozich, J.J., Westcott, S.L., Baxter, N.T., Highlander, S.K., and Schloss, P.D. 2013. 

Development of a Dual-Index Sequencing Strategy and Curation Pipeline 

for Analyzing Amplicon Sequence Data on The MiSeq Illumina Sequencing 

Platform. Applied and Environmental Microbiology. 79(17): 5112–5120. 

Kuznetsova, M.A., Statsyuk, N.V., Demidova, V.N., Semeniuk, I.N., Smetanina, 

T.I., Ukolova, A.Y., and Yvatchinov, A.A. 2024. A Complex Approach to 

Control Black Spot Disease in Potato. Agronomy. 14(7): 1373. 

Lande, R. 1996. Statistics and Partitioning of Species Diversity, and Similarity 

Among Multiple Communities. Oikos. 76: 5-13. 

Leskey, T.C., Lee, D.H., Short, B.D., and Wright, S.E., 2012. Impact of Insecticides 

on the Invasive Halyomorpha halys (Hemiptera: Pentatomidae): Analysis 

of Insecticide Lethality. Journal of Economic Entomology. 105: 1726–1735. 

Leiminger, J. and Hausladen, H. 2012. Early Blight Control in Potato using 

Disease-Oriented Threshold Values. Plant Disease. 96: 124-130. 

Louis, B., Waikhom, S.D., Roy, P., Bhardwaj, P.K., Singh, W.M., Chandradev, 

S.K., and Taludakar, N.C. 2014. Invasion of Solanum tuberosum L. By 

Aspergillus terreus: A Microscopic and Proteomics insight on 

Pathogenicity. BMC Research Notes. 7(350): 1-11. 

Low, L. and Tammi, M. 2016. Bioinformatics A Practical Handbook of Next 

Generation Sequencing and Its Application. World Scientific, Singapore. 

Mahmood, B., Tariq-Khan, M., Azad, A., Rahim, N., Arif, S., Khan, M.R., Hussain, 

A., Younis, M.T., Bashir, A., Ahmed, S., Khan, J.R., Tariq, S., and Jamil, 

M. 2022. Management of Late Blight Potato Caused by Phytophthora 

infestans through Botanical Aqueous Extract. International Journal of 

Phytopathology. 11(1): 35-42. 

Maksum, I.P., Sriwidodo, S., Gaffar, S., Hassan, K., Subroto, T., and Soemitro, S. 

2022. Teknik Biologi Molekuler. Alqaprint Jatinangor Cakrawala Baru 

Dunia Buku, Jatinangor. 

Mamaghani, N.A., Masiello, M., Somma, S., Moretti, A., Saremi, H., 
Haidoukowski, M., and Altomare, C. 2024. Endophytic Alternaria and 

Fusarium Species Associated to Potato Plants (Solanum tuberosum L.) in 



50 

 

Iran and their Capability to Produce Regulated and Emerging Mycotoxins. 

Heliyon. 10(e26385): 1-18. 

Marak, M.C.N. and Kayang, H. 2018. Isolation and Identification of Endophytic 

Fungi Associated with Solanum tuberosum L. of South-West Garo Hills, 

Meghalaya. International Journal of Advances in Agricultural Science and 

Technology. 5(1): 58-65. 

Martin, F.N., Albornoz, F., Foster, Z., Fieland, V., Larson, M.., Jones, F.A., Tyler, 

B.M., Nguyen, H., Voglmayr, H., and Burgess, T.I. 2019. The rps10 Gene 

as A New Barcode Locus For Oomycetes And Its Utility in Metagenomics 

Studies of Environmental Samples. Phytopathology. 109: 101–102. 

Marzo-Perez, D., Perez-Garcia, J.A., Apprill, A., and Armenteros, M. 2021. 

Diversity of Cryptofaunal Nematode Assemblages along the Jardines de La 

Reina Coral Reef, Southern Cub. Diversity. 16(264): 1-21. 

Moura, M.L., Jacques, L.A., Brito, L.M., Mourao, I.M. and Duclos, J. 2005. Tomato 

Pith Necrosis Caused By P. corrugata And P. meditterianea: Severity of 

Damages and Crop Loss Assessment. Acta Horticulture. 695: 365-372. 

Mulyani, Y. and Rosidah. 2020. Internal Transcribed Spacer (ITS) Region as 

Molecular Markers for Parasite Identification in Aquaculture: A 

Review.Asian Journal of Fisheries and Aquatic Research. 19(1): 9-17. 

Mursyidin, D.H., Nazari, Y.A., Setiawan, D., Prasetyo, R.H.H., and Wahidi, N. 

2023. Pengenalan Teknik PCR (Polymerase Chain Reaction) untuk 

Meningkatkan Kompetensi Guru Biologi pada Tingkat Sekolah Menengah 

Atas di Kalimantan Selatan. Jurnal Pengabdian Ilung (Inovasi Lahan Basah 

Unggul). 3(1): 66-71. 

Nabila, S.T., Soeprobowati, T.R., Cahyani, N.K.D., Jumari, J., Hariyati, R., and 

Heijins, H. 2024. Environmental DNA Application to Identify Protozoan 

Community in the Sediment of Balekambang Lake, Dieng, Central Java. 

Indonesia Journal of Limnology. 5(1): 39-48. 

Nguyen, T.T.T., Pangging, M., Bangash, N.K., and Lee, H.B. 2020. Five New 

Records of the Family Aspergillaceae in Korea, Aspergillus europaeus, A. 

pragensis, A. tennesseensis, Penicillium fluviserpens, and P. scabrosum. 

Mycobiology. 48(2):81-94. 

Nikmatul, K., Ratya, A., Nuhfil, H., and Wahib, M.A. 2020. The Analysis Demand 

for Animal Source Food in Indonesia: Using Quadratic Almost Ideal 

Demand System. Business Theory and Practice. 21(1): 427-439. 

Nilsson, R.H., Anslan, S., Bahram, M., Wurzbacher, W., Baldrian, P., and 

Tedersoo, L. 2018. Mycobiome Diversity: High-Throughput Sequencing 

and Identification Fungi. Mycobiome. 17: 95-109. 

Nilsson, R.H., Larsson, K.H., Taylor, A.F.S., Bengtsson-Palme, J., Jeppesen, T.S., 

Schige, D., Kennedy, P., Picard, K., Glockner, F.O., Tedersoo, L., Saar, I., 

Koljalg, U., and Abarenkov, K. 2019. The UNITE Database for Molecular 

Identification of Fungi: Handling Dark Taxa and Parallel Taxonomic 

Classifications. Nucleic Acids Research. 47: 259-264. 
Niu, Z., Zheng, L., Yang, P., Wang, J., Tian, M., Pang, Y., Zhao, D., Yang, Z., and 

Zhu, J. 2022. Detection of Alternaria solani With High Accuracy and 



51 

 

Sensitivity During The Latent Period of Potato Early Blight. Frontiers in 

Microbiology. 13(1016996):1-10. 

Nizamani, M.M., Zhang, Q., Din, G.M.U., and Wang, Y. 2023. High-Throughput 

Sequencing in Plant Disease Management: A Comprehensive Review of 

Benefits, Challenges, and Future Perspective. Phytopathology Research. 

5(44): 1-17. 

Noer, S. 2021. Identifikasi Bakteri Menggunakan Molekuler 16S rRNA. 

EduBiologia: Biological Science and Education Journal. 1(1): 1-6. 

Odum E.P. and Barrett, G.W. 2005. Fundamentals of Ecology 5th Edition. 

Thomson Brooks/Cole: Belmont.  

Oerke, E.C. 2006. Crop Losses to Pests. Journal Agriculture Science. 144: 31-43. 

Pavan-Kumar, A., Gireesh-Babu, P., and Lakra, W. S. 2015. DNA Metabarcoding: 

a New Approach for Rapid Biodiversity Assessment. Journal Cell Science 

and Molecular Biology. 2(1): 111.  

Pasche, J.S., Taylor, R.J., and Gudmestad, N.C. 2010. Colonization of Potato by 

Colleototrichum coccodes: Effect of Soil Infestation and Seed Tuber and 

Foliar Inoculation. Plant Disease. 94(7): 905-914. 

Pinakhina, D.V. and Chekunova, E.M. 2020. Environmental DNA: History of 

Studies, Current, and Perspective Application in Fundamental and Applied 

Research. Ecological genetics. 18(4): 493-509. 

Petrat T.M.C., Brasovean, I., Racz, C.P., Mirza, C.M., Burduhos, P.D., Malinas, C., 

Moldovan, B.M., and Odagiu, A.C.M. 2024. The Impact of Agricultural 

Inputs and Environmental Factors on Potato Yields and Traits. 

Sustainability. 16(8759): 1-14. 

Powelson, M.L. and Rowe, R.C. 1993. Biology And Management Of Early Dying 

Of Potatoes. Annual Review Phytopathology. 31: 111-126. 

Pratiwi, E. and Widodo, L.I. 2020. Kuantifikasi Hasil Ekstraksi Gen Sebagai Faktor 

Kritis Untuk Keberhasilan Pemeriksaan RT-PCR. Indonesian Journal for 

Health Sciences. 4(1): 1-9. 

Purwantisari, S., Jannah, S.N., Pujiyanto, S., and Setiari, N. 2023. Distinctive 

Bacteria Consortium Of Rhizosphere and Surface Soil From Semi-Organic 

Potato Cultivation in Temanggung, Indonesia. Trend in Science. 20(6): 

6552. 

Purwantisari, S., Jannah, S.N., Cahyani., N.K.D., and Dafip, M. 2024. Aktivitas 

Simbiotik Trichoderma dalam Meningkatkan Produktivitas Kentang di 

Lahan Sub-Optimal. UNDIP Press, Semarang. 

Putra, A.H., Andriyanto, A., Parikesit, A.A., Wahyuni, F.D.W., Wibowo, R.H., 

Cahyani, N.K.D., Irunsah, A., Malik, M.D.Al., Subhan, B., Shidiq, F., 

Sinuhaji, T.R.F., and Suryani, E.M. 2024. DNA Barcoding & 

Metabarcoding Eksplorasi dan Monitoring Keanekaragaman Hayati 

dengan Molekuler. Penerbit Mitra Cendekia Media, Sumatera Barat. 

Raja, H.A., Miller, A.N., Pearce, C.J., and Oberlies, N.H. 2017. Fungal 

Identification Using Molecular Tools: A Primer for the Natural Products 
Research Community. Journal of Natural Products. 80: 756-770. 

Rahayu, D.A. and Jannah, M. 2019. DNA Barcode Hewan dan Tumbuhan 

Indonesia. Yayasan Inspirasi Ide Berdaya, Jakarta. 



52 

 

 

Riddel, C.E., Frederickson-Matika, D., Armstrong, A.C., Elliot, M., Forster, J., 

Hedley, P.E., Morris, J., Thorpe, P., Cooke, D., Pritchard, L., Sharp, P.M., 

and Green, S. Metabarcoding Reveals a High Diversity of Woody Host-

Associated Phytophthora spp. in Soils at Public Gardens and Amenity 

Woodlands in Britain. PeerJ. 7(e6931): 1-31. 

Riit, T., Tedersoo, L., Drenkhan, R., Runno-Paurson. E., Kokko, H., and Anslan, S. 

2016. Oomycete-Specific ITS Primers for Identification and 

Metabarcoding. MycoKeys.14(9244): 17–30. 

Rosa, L.H., Pinto, O.H.B., Santl-Temkiv, T., Convey, P., Carvahlo-S, M., Rosa, 

C.A., and Camara, P.A.E.S. 2020. DNA Metabarcoding of Fungal Diversity 

in Air and Snow of Livingston Island, South Shetland Islands, Antarctica. 

Scientific Report. 10(21793): 1-11. 

Rossmann, S., Lysoe, E., Skogen, M., Talgo, V., and Bruberg, M.B. 2021. DNA 

Metabarcoding Reveals Broad Presence of Plant Pathogenic Oomycetes in 

Soil from Internationally Traded Plants. Frontiers in Microbiology. 

12(637068): 1-12. 

Sakamoto, T. and Ortega, J.M. 2021. Taxallnomy: An Extension of NCBI 

Taxonomy that Produces a Hierarchically Complete Taxonomic Tree. BMC 

Bioinformatics. 22(338). 

Sandoval-Denis, M., Sutton, A.D., Martin-Vicente, A., Cano-Liza, J.F., 

Wiederhold, N., Guarro, J., and Gene, J. 2015. Cladosporium  Species 

Recovered from Clinical Samples in the United States. Journal of Clinical 

Microbiology. 53(9): 2990-3000. 

Santika I.A., Widiastuti, A., and Wibowo, A. 2021. First Report Phytopythium 

vexans (de Barry) Abad, de Cock, Bala, Robideau, Lodhi & Levesque 

Causing Potato Tuber Rot in Indonesia. Jurnal Perlindungan Tanaman 

Indonesia. 25(2): 173-181. 

Satam, H., Joshi, K., Mangrolia, U., Waghoo, S., Zaidi, G., Rawool, S., Tharake, 

R.P., Banday, S., Mishra, A.K., Das, G., and Malonia, S.K. 2023. Next-

Generation Sequencing Technology: Current Trends and Advantages. 

Biology. 12(997): 1-25. 

Scibetta S., Schena, L., Chimento, A., Cacciola, S.O., and Cooke, D.E.L. 2012. A 

Molecular Method To Assess Phytophthora Diversity in Environmental 

Samples. Journal of Microbiological Methods. 88(3): 356–368  

Setyawati, R. and Zubaidah, S. 2021. Optimasi Konsentrasi Primer dan Suhu 

Annealing dalam Mendeteksi Gen Leptin pada Sapi Peranakan Ongole (PO) 

Menggunakan Polymerase Chain Reaction (PCR). Indonesia Journal of 

Laboratory. 4(1): 36-40. 

Siddique, A.B., Albrectsen, B.R., Ilbi, H., and Siddique, A.B. 2020.  Optimization 

of Protocol for Construction of Fungal ITS Amplicon Library for High-

Throughput Illumina Sequencing to Study the Mycobiome of Aspen 

Leaves. Applied Science. 12(1136): 1-10. 
Shuvar, I, Korpita, H., Shuvar, A., Shuvar, B., Balkovskyi, V., Koslovsky, H., and 

Dudar, I. 2022. Relationship of Potato Yield and Factors of Influence on the 

Background of Herbological Protection. Open Agriculture. 7: 920-925. 



53 

 

Stefańczyk, E., Sobkowiak, S., Brylińska, M., and Śliwka, J. 2016. Diversity of 

Fusarium spp. Associated with Dry Rot of Potato Tubers in Poland. 

European Journal Plant Pathology. 145: 871-884. 

Sudermann, M.A., Foster, Z.S.L., Chang, J.F., and Grunwald, N.J. 2024. 

Metabarcoding for Plant Pathologists. Canadian Journal of Plant 

Pathology. 46(2): 142-160. 

Sugiyono, S. 2019. Metode Penelitian Kuantitatif, Kualitatif & RND. Alfabeta: 

Bandung. 

Susanti, E., Suharjono, S., Ardyanti, T., and Aulani, A. 2015. Phylogenetic Analysis 

of Phanerochaete chrysosporium ITB Isolate Using Internal Transcribed 

Spacer (ITS) Sequence. Journal of ChemTech Research. 8(6): 654-658. 

Steglińska, A., Sulyok, M., Liszkowska, W., Kregiel, D., Janas, R., Grezik, M., and 

Gutarowska, B. 2023. Metabolite Formation by Fungal Pathogens of 

Potatoes (Solanum tuberosum L.) in the Presence of Bioprotective Agents. 

International Journal of Environmental Science and Public Health. 

20(5221). 

Taberlet, P., Coissac, E., Pompanon, F., Brochmann, C., and Willerslev, E. 2012. 

Towards Next-Generation Biodiversity Assessment using DNA 

Metabarcoding. Molecular Ecology. 21: 2045–2050. 

Uda, M.N.A., Parmin, N.A., Jambek, A.B., Hasmin, U., Uda, M.N.A., and 

Sharafuddin, S.N.A. 2019. Evaluation and Optimization of Genomic DNA 

Extraction from Food Sample for Microfluidic Purpose. 1st International 

Conference Functional and Engineering Materials. 2019: 1-7. 

Van de Peer, Y., Baldauf, S.L., Doolittle, W.F., and Meyer, A. 2000. An Updated 

and Comprehensive rRNA Phylogeny of (Crown) Eukaryotes Based on 

Rate-Calibrated Evolutionary Distance. Journal Molecular Evolutionary. 

51: 565–576. 

Wang, T., Gao, C., Cheng, Y., Li, Z., Chen, J., Guo, L., and Xu, J. 2020. Molecular 

Diagnostic and Detection of Oomycetes on Fiber Crops. Plants. 9(769): 1-

22. 

Wang, Y., Zhao, Y., Bollas, A., Wang, Y., and Au, K.F. 2022. Nanopore 

Sequencing Technology, Bioinformatics and Applications. National 

Biotechnology. 39: 1348–1365.  

Wei, W., Khan, B., Dai, Q., Lin, J., Kang, L., Rajput, N.A., Yan, W., and Liu, G. 

2023. Potential of Secondary Metabolites of Diaporthe Species Associated 

with Terrestrial and Marine Origins. Journal of Fungi. 9(453): 1-28. 

Wills, A.D. 2019. Rarefaction, Alpha Diversity, and Statistics. Frontiers in 

Microbiology. 10(2407): 1-5. 

Whetton, R.L., Zhao, Y., Nawar, S., Mouazen, A.M., 2021. Modelling the Influence 

of Soil Properties on Crop Yields using A Non-Linear NFIR Model and 

Laboratory Data. Soil Systems. 5:12. 

White T., Bruns T., Lee S., Taylor J., Innis M., Gelfand D., and Sninsky. J. 1990. 

Amplification and Direct Sequencing of Fungal Ribosomal RNA Genes for 
Phylogenetics. In: M.A., Innis, D.H., Gelfand, T.J., White (Editors). 

Academic Press, London. 



54 

 

Williamson-Benavides, B.A. and Dhingra, A. 2021. Understanding Root Rot 

Disease in Agricultural Crops. Horticulturae. 7(33): 1-43. 

Xie, T., Shen, S., Hao, Y., Li, W., and Wang, J. 2022. Comparative Analysis of 

Microbial Community Diversity and Dynamics on Diseased Tubers During 

Potato Storage in Different Regions of Qinghai China. Frontiers in 

Genetics. 13(818940): 1-24. 

Xu, X., Passey, T., Wei, F., Saville R., and Harrison, R.J. 2015. Amplicon based 

Metagenomics Identified Candidate Organisms in Soils that Caused Yield 

Decline in Strawberry. Horticulture Research 2:15022. 

Zhang, L., Yin, Y.Q., Zhao, L.L., XIe, Y.Q., Han, J., and Zhang, Y. 2023. Two 

New Species of Colletotrichum (Glomerellaceae, Glomerellales) Causing 

Walnut Anthracnose in Beijing. MycoKeys. 99: 131-152. 

Zhang, J., Yang, F., Zhang, A., Guo, Q., Sun, X., Zhang, S., and Di, D. 2025. 

Identification of Nigrospora oryzae Causing Leaf Spot Disease in Tomato 

and Screening of Its Potential Antagonistic Bacteria. Microorganism. 

13(1128): 1-13. 

Zhou, J., Kolb, S., and Zhou, X. 2023. Editorial: Pathogen Co-Infections and Plant 

Diseases. Frontiers in Microbiology. 14(1189476): 1-3.

 

 

 

 

 

 

 

 

 

 

 

 

 

  


